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Abstract

Metabolism plays a central role in our health and diseases. Not only metabolic disorders, but also
cancer, inflammatory, degenerative, and autoimmune diseases have been associated with
abnormal metabolism. For example, patients with autoimmune diseases such as systemic lupus
erythematosus or multiple sclerosis often also present with dysregulation of metabolic pathways
including oxidative stress, energy and/or cholesterol metabolism. How the metabolic system on
both cellular and systemic level responses and adapts to internal and external stimuli, shapes its
metabotype. Investigating the role of metabolism in biological processes and identify the
metabotypes are essential for understanding disease mechanism and developing therapeutic
intervention.

There are different methodologies to characterize and investigate metabolism. One of them is
metabolomics, which combines molecular analysis technologies, such as mass spectrometry or
nuclear magnetic resonance spectroscopy, with single or multi-variant statistical data analysis.

In this presentation, | will give a couple of examples on how metabolomics technologies can be
applied in early phase drug discovery to investigate the role of pathway specific biomarkers and
understand their links to diseases.
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